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JAN (5% #44) : Teclistamab (Genetical Recombination)
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$1 BCMA-H

OLOLQESGPG LVKPSETLSL TCTVSGGSTS SGSYFWGWIR OPPGKGLEWI 50
GSIYYSGITY YNPSLKSRVT TSVDTSKNQF SLKLSSVTAA DTAVYYCARE 100
DGAVAGLFDY WGQGTLVTVS SASTKGPSVF PLAPCSRSTS ESTAALG(leV 150
KDYFPEPVTV SWNSGALTSG VHTFPAVLOQS SGLYSLSSVV TVPSSSLGTK 200
TYTCNVDHKP SNTKVDKRVE SKYGPPCPPC PAPEAAGGPS VFLFPPKPKD 250
TLMISRTPEV T?VVVDVSQE DPEVOFNWYV DGVEVHNAKT KPREEQFNST 300
YRVVSVLTVL HODWLNGKEY KCKVSNKGLP SSIEKTISKA KGQPREPQVY 350
TLPPSQEEMT KNQVSLTCLY KGFYPSDIAV EWESNGQPEN NYKTTPPVLD 400
SDGSFFLYSR LTVDKSRWOE CNVESCSVMH EALHNHYTOK SLSLSLGK 448
L BCMA-L $4

SYVLTQPPSV SVAPGQTARI TCGGNNIGSK SVHWYQQPPG OAPVVVVYDD 50
SDRPSGIPER FSGSNSGNTA TLTISRVEAG DEAVYY|CQVW DSSSDHVVEG 100
GGTKLTVLGQ PKAAPSVTLF PPSSEELQAN KATLVCLISD FYPGAVTVAW 150
KGDSSPVKAG VETTTPSKQS NNKYAASSYL SLTPEQWKSH RSYS(leVTHE 200
GSTVEKTVAP TECS 214



$1 CD3e-H #4

EVQLVESGGG LVQPGGSLRL S?AASGFTFN TYAMNWVRQA PGKGLEWVAR 50
TIRSKYNNYAT YYAASVKGRF TISRDDSKNS LYLOMNSLKT EDTAVYY&AR 100
HGNEFGNSYVS WEAYWGQOGTL VTVSSASTKG PSVFPLAPCS RSTSESTAAL 150
GCLVKDYFPE PVTVSWNSGA LTSGVHTFPA VLOSSGLYSL SSVVTVPSSS 200
LGTKTYTCNV DHKPSNTKVD KRVESKYGPP CPPCPAPEAA GGPSVFEFLEFPP 250
KPKDTLMISR TPEVT?VVVD VSQEDPEVQF NWYVDGVEVH NAKTKPREEQ 300
FNSTYRVVSV LTVLHQDWLN GKEYK&KVSN KGLPSSIEKT ISKAKGQPRE 350
POVYTLPPSQ EEMTKNQVSL TCLVKGFEYPS DIAVEWESNG QPENNYKTTP 400
PVLDSDGSFL LYSKLTVDKS RWOEGNVESC SVMHEALHNH YTQKSLSLSL 450
GK 452
Pt CD3e-L 8

QTVVTQEPSL TVSPGGTVTL T?RSSTGAVT TSNYANWVQQ KPGQAPRGLT 50
GGTNKRAPGT PARFSGSLLG GKAALTLSGV QPEDEAEYY& ALWYSNLWVE 100
GGGTKLTVLG QPKAAPSVTL FPPSSEELQA NKATLV?LIS DEYPGAVTVA 150
WKADSSPVKA GVETTTPSKQ SNNKYAASSY LSLTPEQWKS HRSYS&QVTH 200
EGSTVEKTVA PTECS 215

$1 BCMA-H #4 Q1, Ht CD3e-L 84 Q1 : /e e 74 I U ; 5 BCMA-H $4 N298, #1 CD3e-H $4
N302 : BESHAE A ; L BCMA-H ${ K448, $1 CD3e-H #{K452 : iyt 7/

L BCMA-H #4 C135— 51 BCMA-L $4 C213, T BCMA-H 4 C227—#i CD3¢-H §4 C231, #i BCMA-H ¢4
C230— 51 CD3e-H $4 €234, #1 CD3e-H 4 C139—#1 CD3e-L $5 C214 : AL T 1 NfES

T BER OHEERE 1S

GIcNAc—Man\ FUCT
(Gal-)g.2 Man—-GIlcNAc-GIcNAc

GIcNAc—Man 4



CeagaHosa7N160502003Sa0 (& > /N7 EH 5y, 4 A4H)
1 BCMA-H #{ C2180H3361N5690676S14

T BCMA-L $  Coo3H1533N2600327S5

$11 CD3e-H #{  C2211H3400N5830680S16

$11 CD3e-L #{ CogoH1561N 269032055

TV AX<TIE, BHIEARAGUR (BCMA) O CD3e $HICxid 2 Bin1-fifa x —EAFRMET /) 7 o—
FAHUETH Y, 1 BCMA-H 8% UL CD3e-H $iTWV b b b 1gG4 ICH KT 5. HTBCMA-H 84D 3
DOT I/ BEFRIED EHE (S229P, L235A, L236A) S, HLCD3e-HEHD 52D 7 I/ FRF AL A3 & #2 (S233P,
F239A, L240A, F410L, R414K) S TW5. 727 UV AXZ~<71L, CHOMIZIZL v EASND. T2V
AH<TVX, 448 DT 2 BRI D2 D H BCMA-H 85 (y4 84) 1K, 214 DT 2/ BRFEEN G725
PLBCMA-L 5 OW8H) 1A, 452 HD7T I/ BRFEFED 672 5 P51 CD3e-H 85 (y4 81) 1 AR 215HD 7T
JEBIRIEIN D72 5510 CD3e-L 85 (W 8H) L AT SN D85S v 7 E (4318« £ 146,0000 TH 5.

Teclistamab is a recombinant bispecific monoclonal antibody against B-cell maturation antigen (BCMA) and CD3¢
chain, in which anti-BCMA H-chain and anti-CD3e H-chain are derived from human IgG4. In the anti-BCMA H-
chain, the amino acid residues are substituted at 3 positions (S229P, L235A, L236A). In the anti-CD3¢ H-chain, the
amino acid residues are substituted at 5 positions (S233P, F239A, L240A, F410L, R414K). Teclistamab is produced
in CHO cells. Teclistamab is a glycoprotein (molecular weight: ca. 146,000) composed of an anti-BCMA H-chain
(y4-chain) consisting of 448 amino acid residues, an anti-BCMA L-chain (A-chain) consisting of 214 amino acid
residues, an anti-CD3¢ H-chain (y4-chain) consisting of 452 amino acid residues and an anti-CD3¢ L-chain (A-chain)
consisting of 215 amino acid residues each.
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